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6. NIXSE

61. x|gat ©Eido] Atst apgo] st Aoz
Ea] #09

@ 2059 ofolxite 5F 829 FU A
2 g9

® AWALe ;2 Balso] WYoIEA X2
gt

62. 7lEACl Tzt A FolA W= 2F2?

1. Acetone, acetoacetic acid,
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6. NIXSE
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6. NIXSE
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Arginine — Ornithine + urea
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6. NIXSE
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@ Acetyl-CoA”} fructose-1,6-bisphosphatase

g4e R

® NADH7} glycogen §42 Z7HA 71t

@ NADH”} glucose transport 4(GLUT4) &4
g F7HTE

® Acetyl-CoA”} phosphofructokinase A<
k=Y

87. mrd} TiAtolA Fast 2ATAY pyruvate

dehydrogenase complex?] Z4d& =%Hy
sigugel £=7F ot o] 2 Ao
Agshe tAbEAY I giAbE ol AHEshe
49| o]Fo] vt AR5l Z27?

L] oy
Acetyl—CoA

Acetyl-CoA

Glucokinasze

ARSI P

(Phosphofructokinase)

€) NADH glabebgglatsl m4:
(Phosphofructokinase)

(4} Citrate Pyruvate kjnase

6] Citrate QA QIAS B4

(Phosphofructokinase)

88. TEA|HxZ(maple syrup urine disease;
MSUD)of| st Aol ol & &X] 92 A2?

O @3AH =52 amino acid HjAtol] ooz
UASH= Aot

® TEAERZE branched chain o-keto

SAx}e] Sevolo] ofs]

acid dehydrogenase
ubAShC)

O FAHES HAE0IN 5 LML
(homogentisic acid)o] &7}3tct.

@ GEAF RS FASL leucine, isoleucine,
valine?] A2 xsteld S xASH & Qlck

® AT SFAE0A BARAR AREE

E.
H
RS BT 4 o

_58_



89. TCA 3|20 st Moz ZX| ok 7jen 92. T} §4°F I §49 HZX&A(coenzyme)
<o, 5 AR|o] 2 Zojot. g2 (E7]) FolM &4
N\ of mxEac] mol Wi AR AS =T 1
NADH, 219
54 BEiEL
1. Pyruvale NAD
dehydrogenace
L. Pyruvate Biotin
carboxylase
T, @ —Ketoglutarate Thiamine
O OhellM (WBHE = dehydrogenase pyrophosphate
7F AF-getet. complex
®@ (1)9] &4 A= (thojlA] (o) RS AR|= 2 Transaminase S—adenosyl
=9oF COy 2 "HF&= ). methionine (SAM)
® 129 (7t AxEEAE AW 1129
ATP7} 4t
@ (=hollA (sh= & o =g 4(coenzyme) A7}
Holgict,
® (Hhe 9 25 7L o
93. 1 molQ] glucose?t CO, + H,O0=2 Bsid o,
5o A+= 36 mol®] ATP7} AJAte]x, A7t
ZloldE 38 mole] ATP7} AjAlgich 1 o] g
9. ta EAUAE BAT O7F EFE 3718 | B Mysts (W) BoIM ARE HYL BF
HolAl SUAIZS d, 2 FolA BAE At LEAIQ.
At MY WA UERts SRS 08 & | <4 7] >
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