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+ A= molecular biology)

Knowledge type

01. #3471 (pneumococcus)S o8-8t 18|39 ~(Griffith)®] 75 &d 98zl AR
AN
@ #A=E72] 4 A= DNAo|ch
@ S| gl gk AatAde] Q= U BAlo] RS ST 2 A3 7]A Hck
3 ®re2] 2944 (bacteriophage) ] -3 A= DNAe|th
@ DNA+ HFH 4 (semi-conservative) &2 EA| =t}
® DNAYX 9938 FZ(anti-parallel structure))= A4t}

02. wWA=(Meselson)Z} 2% (Stah)e] -5 538l 932 AR F3ll7|?
@ sl #4740 DNACTEL Avery GoviSith
@ S| el ik AgAdo] sl A EAo] RS ST o= A3 7IA Hck
@ vheje] 251 9] 44 Al (genome)= DNAoIE),  Hershe( - Chase
W) DNAE WhuEso 2 BA 5,
© DNAE 998 725 Adek. (ateon - Lrick
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03. o= 5 Z717F 2 AdA 22 A o= npaA wjdd A7

@ A (chromosome) - 82*Hgene) - Fcodon) - 282 = (nucleotide)
@ FEFAeHs - G - fAA - =E
® ZE - G - fAA - FEEREHE
@ §AA - QA - FE - FEYQE=

D R e R
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04. 34ke] 7]H AL Folo] ukE-E Zol7|?
@ =Hsugar)
@ <lxKphosphate), 24 $37](nitrogenous base)
@ o, Ak
@ @, Aa 97]
9, sl Az 7]

05. DNAIA olsid(a)zh Fohd(@e] 45 HAdsha, AEAUC)TF Eul(T)o] 42 &4
S Hep ow Az} dehtesl (3 o)
\0 DNAS] Zo] laisix] oAl Biek
@ DNA®| Aol7} Aefal Zlo]et
3 DNAS| Zol7} golbd Zolch,

G+ C
G0 10] 2 Aol
T+
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© A+G
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06. o1 DNA o]g7ketellA ERI(T)S] ulfo] 20%ehd, Fohd(G)e] v&2 dvbll=rl?

@ 20%
2 30%
@ 40%
@ 60%
© 80%
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07. AAAAN E2] A EA (cytosol)ol| A Lot 322

//n"?z‘ [ (ytoplasm

Cl{"‘b;D»Q

@D DNA
@ DNA EAl|(replication)2} W< (translation)

¥ e - 92, 2

@ M7 A} o
(® A AHtranscription) Yo, - MI2, 2T =

08. DNA =3&Hk-3(polymerization) A, 7=HLEEE A4 A 7]=d Q3 ofif#| = of
oA frelsherl?
(D ATP(adenosine triphosphate)
@ GTP(guanosine triphosphate)
@ CTP(cytidine triphosphate)
@), UTP(uridine triphosphate)
@{%ﬁ{} I ellA] o]’liKpyrophosphate)e] 7FiallE &3l Hol#|a, L o]lile] 7 7H9]
ite g Fallu= A

09. DNA 3332 (DNA polymerase)dl] gk Aoz 2= oFe 7189

=rn}
=)

O 53 7FHtemplate strand)ell DHsl AEA <] 7Pt complementary strand)S A3}

@ F3 A N4 A7F igshd 24 (proofreading)S =38},

@ Zzfo|w(primer)7} lelofit DNA T35 A12H = glch

@ Ax7F}leading strand) A Alell= 553 wigko g Z3tslar x|ed7Peklagging strand)
A Alell= 35 Wk R i

© AL A= 25 DNA SFEA7F SAI8H
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10. DNA A A, 1442l DNA Aol st dios && 7122

@ DNA a7 FA(ligase)?} DNA F3taae] 2Hgo] 2% JQsjr}.

@ 27117) AH(okazaki fragment)o] A=k

@ dAgAo 7 FAEE 7S A E7PHleading strand)el2ha ke

@ A5Hoz A== 7HtE A9d71=Hlagging strand)o|2har gt

® DNA EAZA A Ed44 <l(discontinuous) DNA -2 2A51A] o=t}

11. Awrekat Artete] 4o e dges o

D 271x7] A3 (Okazaki fragment)& AAsH= A oll= ollUA7} £2=A] o=

@ DNA 43 A(ligase)?] 242 A=rbt A Aol F 83}k

@ Axriet A Alele Zefoln7} H el AA7pd 4 Alell= BeskA] ¢k

Mﬁ Amrpde] 9 Wk BAETIA olF Wk FdsiA|Rl, Adrpe] 3 Wk B4
w714 ols vkt uido]cl.

© A" Ad=rpde] ks aa(nuclease)l 23l E3lH o= A|d7h=to] #Adr).

sl

12. A AHtranscription)el] t3F Adwjo g 22| o1L 709

@D RNAGAE= T vialel U7l Ae} 471488 A8,

@)RNA DNA 47149 w}a} T Qe =r) s Aol FAI=Ch
E4 #39] DNA F 7}k RNA F8o2 2% 283},

@ RNA FTga47F ZrwE e A3hghozs Adar} /fA =k

® YAYE2] RNA 384 1710k
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13. DNA AllA] AA1A] ehe 34152

@ <=(exon)
@ <1EZ(intron)
@ rRNA
@ tRNA
X & 2B (promoter)

WM 2R EFe) ©

14. mRNA 7}&34 (processing)el] tgF AW o g 22 71209

@ HHo] o]FoI=|7] Aol A} HAA|(primary transcript) ZF-E] =] AAH )
@ 42 AAAPE 71 = A4 1 o7t el

@) snRNPE FA8 AR 3= AZelo]Al B84 (spliceosome)”} edghc),

@ v}eke] rRNAZ} Fhodic

© L2} AapAe] 5] poly(A)-7ae]7} A=k

D 6 ZEE ol AL T ol A ek

@ 647HA] Fzo] B opulieibe AR

E}
® 207 ZEE Lz% 2714 ok AAE AL YAl g 7 ol eske AR g6
2 al’:
@ 2P 2EL AN ZE| T, 3P TS ofrlalS A ehor], 507k ZEL & o

7R obrleaks AR
©® UM Zee WAFEe]a, & 7 olrleaks AR gom, 627 & 74

s T

ol Ak A4k
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16. 12071¢] ofr|mAto g o]Foixl Heto|=F FAdh= ol 83 Z=o =0

@ 3074

@ A07N

Vi
@ 3607
® 4807M

17. Z=|9etol= Aol FoishA] e= =422

@ e =7] Ao]F A(peptidyl transferase)
@ tRNA

@ rRNA

@ mRNA

® RNA =384

18. W A el|x] A3t oprleals} AAR AR Z=3) F7Pds FAse 420

OR=h-E

@ DNA F3ax
@ ATP

@ tRNA

©® mRNA
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,, dozs okl

rlo

19. tRNAo|| tigh AW o &4 142 7

@ tRNA®] 9P FE- mRNAS] FE7} 917 base pair)S H43H), sy 20
@ A2 o olv|alyl 7= = tRNAQ] glE|ZE=S A2 thar

@ tRNAE 23} F-F(secondary structure)E |t}
@ EE tRNAw 54 oprlxeAba) AgshA =k

¥ (RNAL o] %14 (double helix) T-22 |t}

20. tRNA Aol o]85= fae TP

@ RNA FgEA

@ oo +RNA 34 £ 4x(aminoacyl-tRNA synthetase)
@ HE]=7] Ho]& A(peptidyl transferase)

@ rRNA

(® mRNA

21. o T Y AN TP RIA e s d2?

D WA tRNAZ} 254 P A2l 912154 ek, 2
@ Helol= Agte] FAIH) 4
b 2)m% 2uke]Al(small subunit)”h mRNAS] Agtkc)
3
S

SRS
14Y)

@ 297 tRNA7} glHs A Aol $)x|ebA] Fo).
© 2lrpo] o]F3it.
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22. F 7§°] tRNAZ} 23l el mfela] dofubz W] iAol tigh droz &2 7122
(2, 7 tRNA 5 shte Zejetel= Akt At 9la, = shie opvlaal shist
A slet) 2| N2
¥ Zeltetol= Al shie) opolicsol 2
@ oplaeAt shfsh Agts) ke (RNAZY 2lusro2ne] Was}.

@ FejRelols ARE A ol tRNAZE BlHo g2 ve] &gl
@ o] o] S},
© ZFeletol=st Al = tRNAE 2le] Axbe]ol] $1x3htt

o
L2

rlo

23. <A A A el A 2lrEe] ofF AbRbel i3k drow A %

@ gJRE2] o]l GTP 7l=idll(hydrolysis)7} 283t}

@ Azl 913+ tRNA7} PARR] 2 o] 3},

@ 37N FEHLEE=Gnt) W o)’}

@), PAF ol $1A)3F tRNA7} Exl2] & o] Esto] wiE¥ich

@5 AXFEllA PARR|R o] 53 (RNAE & 719 opwlicata) Q1A% Abejolr).

24. AN x| 739 & e DNAZYE A=} AAR (primary transcript)7} 3445 o] %
o] Aol gk Aoz &2 ¥ A2

@ 3 Wol|x] EAHcap)e} e (tai)7}F A7, JEE(intron)o] AA%ch

@ AlZEA-(cytosol) 2 WES 3ol 22K cap)F} 2] (tail)e] A7 =, QJERe] AA%)

@ 718 A (processing)= £ A% mRNAE A|ZA oA WA=}

@ WY FA(translation)S 53l P e QliSKphosphorylation) @3}
(glycosylation)e} 22 71 A& AAA ok

© AEAelA] Wl el o] olys= 3 W= 219i3h).
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25. 2]B2F8] (ribozyme)el| st A2 (A 270)

@ mRNA®]| 2AHcap)<

@ mRNA®l| xe2](tail) & 7}k Ea

@ ofelial 7be] Ae= AR FAshe Bk
@ tRNA®] AAgF opn| AR A3 7)= &4
® mRNA ~Eeold e Svfels ia

26. whilA orFslR oA FZE e e 3 A7t AEYS w oqakE 4 e AL
& AL Ao 7F gol=Ic)
@ S ] olelial @ b ThE opvlnate oA, OERE 3262

® FUT o] YL Yz Sopeto)
@ Qo] el vl 217} e whage] R, (E T2
W) 270 olkel ofulieato] BE ofuliatom dhals whule] sHF),

27. Ae 9dE(lac operon)ell HgF Aro g 2x] L2 79

&

Ardo] H58 wf AFE FpshaL o 8she el 2od a4 fAlxfel ot dd 24
| o]Fe
@ RNA F§a47t Z2 vl ZAgshd Har} A=)

2hE-9] (operator) = RNA F8E40] 2 HE] A3 of 55 A= F9lolch

@ A AHrepressor)= AHE5-9lol] AgkaxA] RNA F3HE47) T2 e o] Agshe 7S A3
skl

© A ool BF ke Atolle Ad 9o &2 fAAE e AAE
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28. A A E2] A2 W - g AHow &2 H2?

2 | 2(operon)= At}
Z+ Azt thEk ZZRE(promoter)2} ZERE] 99 - QA (regulatory element)7}

sict. cls - element
@ HAF HA] o] Fell= 12 b kg 2A-o] o] Foix|A] ket
@ A activator) B} A 2Krepressor) 7} t% .
® Z2]A|2~EZAX (polycistronic)o |t} @ @ @
N —
Alis

29. AL A A4 BIAL] T4 ARl SgalA g A

DO ZzREH Enhoncer

@ A N

& (RNA F

@ RNA 34 Dinuar

® <134

7/3%9 G, 522

&{ o chilAd ) Agste] A} NAE 243
@ RNA 2~Zz2}o|A(splicing)ol] ¥eigic}

® Ae] Wy el gk

@ A= =g o] Adof] ot
®

Edo](mutation) S kgt
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